cross, (C57BL/6JEi x SPRET/Ei)F, x SPRET/Ei known as Jackson BSS from The Jackson Laboratory [1] . Database deposit information: The scorings are available on the internet at the following address: http://www.jax.org/resources/ documents/cmdatalB SS . html. Molecular reagents: The hybridization probe used for mapping was the 3'UTR of the Na,K-ATPase 13 3 subunit cDNA from the EcoRl site to the end of the 3'UTR corresponding to nucleotides 1005-1842 [2] . The probe was excised from the cDNA, isolated in a low-melting-point agarose gel, and labeled by the random priming method [3] . The restriction fragments containing the expressed gene were identified by hybridization to a genomic DNA fragment containing only intron sequences of the Na,K-ATPase [3 3 subunit gene. The genomic clone was isolated from a mouse strain 129SVJ genomic DNA library and characterized (unpublished data). A 405-bp fragment containing part of intron 6 sequences was excised from the genomic DNA clone, isolated, and labeled by the same methods. Allele detection: A Hincll polymorphism was detected in mouse genomic DNA between C57BL/6JEi and SPRET/Ei by Southern blot hybridization with the 3'UTR mouse cDNA probe. The most stringent post-hybridization wash was performed at 0.2 x SSC-1 % SDS at 65°C for 60 min. The 3'UTR cDNA probe hybridized to 6-kb and 12-kb HincIl fragments in C57BL/6JEi and 3.5-kb and approximately 15-kb HincII fragments in SPRET/Ei. A mouse genomic DNA probe containing only intron sequences hybridized to the 12-kb HinclI fragment of C57BL/6JEi and 3.5-kb HincII fragment of SPRET/Ei, indicating that these polymorphic fragments contained the expressed gene. The Na,K-ATPase is an integral membrane protein responsible for active transport of sodium and potassium ions across the cell membrane. This enzyme consists of an a subunit and a 13 subunit. The a subunit contains the catalytic site for ATP hydrolysis and the binding site for ouabain, a specific inhibitor of Na,K-ATPase. The 13 subunit is a glycosylated polypeptide of poorly defined function, but it appears to be involved in maturation and membrane localization of the ATPase [7] . We have recently identified a novel mouse 13 3 subunit of Na,K-ATPase [2] . The gene for the ft subunit is widely expressed. In Northern blot analysis, transcripts were seen in RNA from total mouse embryos, plus a variety of adult mouse tissues including brain, heart, kidney, lung, and spleen. In this experiment, we have localized expressed 13 3 subunit gene, Atplb3, to mouse Chr 9, and a related DNA sequence, Atplb3-rs, to mouse Chr 3. Malik et al. [6] have previously reported that Atplb3 is located on mouse Chr 7 [6] . They have identified MspI fragments in A/J and C57BL/J6 mice that hybridized with the full-length human Na,K-ATPase 13 3 subunit cDNA probe. A 1.5-kb Mspl genomic DNA fragment, hybridized with the human cDNA probe only in A/J mouse DNA, was used to map [33 subunit gene by RFLP analysis. However, these investigators have not shown that this polymorphic Mspl fragment contains the expressed 13 3 gene. We have used an intron probe to distinguish the expressed gene from the related DNA sequence that hybridized with our 3'UTR cDNA probe. The 6-kb HincII fragment from C57BL/6JEi, which hybridized to 3'UTR mouse probe but not to the genomic DNA probe, was localized to mouse Chr 3 and designated Atplb3-rs for Na,K-ATPase 13 3 subunit related sequence. 
Database deposit information: GenBank accession #D88793
Molecular reagents used for mapping: cDNA CA19.9 was isolated by PCR-based differential screening in a search for developmentally regulated brain genes. The cDNA was excised from an RNA display gel and cloned as described [2] . A database search showed that CA19.9 is 100% identical to a portion of the mouse Csrp gene (GenBank accession number D88793) [N. Hashimoto, unpublished]. CA19.9 was radiolabeled as described [3] and used as a molecular probe to hybridize a DNA panel from the parental strains used to generate the BSS backcross.
Linkage mapping: an Xbal RFLP (SPRET/Ei-specific band: 0.5 kb; C57BL/6JEi-specific band: 2.3 kb) was identified. Southern blots of XbaI-digested DNA from the two parental strains and 94 N2 progeny were hybridized with radiolabeled CA 19.9. The resulting strain distribution pattern was typed into the MapManager 2.6 program [4] , resulting in the unequivocal assignment of Csrp to proximal mouse Chromosome (Chr) 3 ( Fig. 1) .
Previously identified homologs:
The human CSRP gene has been mapped to Chr 1g24-q32 [5] . The location of Csrp in the BSS map reveals a new region of synteny between mouse Chr 3 and human lq, distinct from the one previously described at a more telomeric location [6, 71 (see Fig. lb The chicken Cysteine-Rich Protein (cCRP) is present at high levels in terminally differentiated muscle cells [9] . In chick embryo fibroblasts, cCRP is found at detectable levels in stretch fibers near adhesion plaques, as well as in the nucleus [9] . The Cterminal LIM domain of cCRP displays structural identity to the zinc-finger domain of GATA-1 [13] , suggesting that the protein might bind DNA.
We have demonstrated that the Csrp gene is tightly regulated
